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Abstract. Freely jointed chains in external potentials are crude representations of macromolecular
systems in interaction with electrostatic fields, surfaces, walls and interfaces. We show how the
canonical partition function of these models can be computed analytically and how the independent
motion approximation (IMA) may be applied. In particular, the chain stretched at both ends is
studied with IMA and new results are obtained for entropic elastic constants and force/extension
relations, including the dependence on the degree of polymerization. These new results are in good
agreement with molecular dynamics computations.

1. Introduction

The freely jointed chain is an off-lattice model of an ideal polymer. This model was proposed
more than 50 years ago by Kramers [1, 2] and is used frequently in polymer physics for a crude
description of linear connectivity (see, for instance, [3]): nevertheless, a rigorous computation
of the freely jointed chains canonical partition function is recent [4, 5].

In previous papers [4, 5] we computed the canonical partition function of a chain by taking
explicitly all holonomic constraints into account and showed that integration over the velocities
of the monomers leads to a coupling between nearest-neighbour bond vectors. In this paper,
we study the freely jointed chain in an external potential. Our aim is to extract the influence
of the coupling between nearest-neighbour bonds induced by holonomic constraints on some
properties of these systems as the entropic elastic constants and the force/extension relations
[6]. Another objective is to derive general analytical expressions that may be used for all
one-dimensional potentials.

In the context of mean field theory, the complicated interaction between molecules and
environment is simplified by considering the interaction of the molecules with an external
field. This crude approximation of a real system is interesting since it gives a good qualitative
description of the system properties. For our problem, interaction between the chain and
external field is described by using the potential energy of each monomer of the chain. If the
potential energy has no special symmetry, the problem is not very interesting because it is too
general and very little can be said. This is why we restrict ourselves to the study of potential
energies that depend only on one coordinate of the monomer following a fixed direction of the
configuration space. This simplification restricts the generality of our results: nevertheless,
this choice is sufficiently general to apply to a wide range of problems, such as polymers
in a uniform field [7, 8] or stretched under a flow [9, 10], and polymers in interaction with
(im-)penetrable surfaces [11] or in a one-dimensional periodic potential (smectic) [12], etc.
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The paper is organized as follows. In section 2, we study the general problem of a
freely jointed chain in one-dimensional external potentials, we establish analytical relations
for partition function of these systems and show how the independent motion approximation
(IMA) [5] can be implemented. In section 3, we study explicitly, with the new analytical results
obtained in section 2, the problem of a freely jointed chain stretched at both ends. These results
show that entropic elastic constants are 3% larger than those predicted by the independent link
approximation (ILA). With these computations we can also extract the dependence on the
degree of polymerization of the chain. These results allow us to estimate in which conditions
one must take into account the dynamical part of holonomic constraints and since these results
are analytic one is able to control the accuracy of approximations.

In a forthcoming paper we compare the analytical results obtained in this paper with
numerical computations obtained using molecular dynamics (MD) and Monte Carlo algorithms
[13].

2. Analytical computation of the canonical partition function

Before we explicitly examine freely jointed chains stretched at both ends, we study the general
problem of a chain in an external field. We consider that the interaction between the chain and
the field is described via the potential enefgyof each monomek; of the chain. The total
potential energy of the chain is given by = Zf\': o Ui. The analytical form of the potential
energyU; is chosen such that it depends only on the monomer coordidatedowing a fixed
directione, of the space.

Although the choice of one-dimensional potential energy restricts the generality of the
discussion, it does allow us to study a wide range of problems, including polymers in constant
electrostatic fields and polymers in interaction with penetrable surfaces (for instance polymers
at the interface between two solvents) or with impenetrable walls. Of course, for each of these
problems one has to take into account a more precise model and an analytical form for the
potential energy.

In section 2.1 we make the analytical computation of the canonical partition function of a
freely jointed chain in an external potential. The analytical computation is valid as long as an
analytical expression for the potential energy is not needed, thus the results of section 2.1 can
be applied to systems of freely jointed chains other than simply chains stretched at both ends.

In section 2.2 we show how the IMA can be implemented to study this kind of problem.

It appears that IMA is a generalization of ILA. As is explained in the section 2.2 and with the
formalism developed in [5], one can use the results of this paper for all freely jointed chains
with an arbitrary mass sequence.

2.1. Analytical results

We consider a freely jointed chain (homopolymer) in an external field. The monomers of the
chain interact via holonomic constraints and with the external field described via a potential
energyU ({Z; }o<i<n), Where{Z;}o<i<n are the monomer coordinates following the axis of
the field. The canonical partition function of this system is

OW) = Cing v / dro dpo [ | cu, O, B2 — 423Dy — o) - )
n=1

X exp( - % Zp,% - ,BU({Zn}ogngN)>
n=0
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whereCing is the indistinguishability factor of both directions of the monomer labelling and
3(x) the Dirac distribution.

Integration over momenta is done as for the free freely jointed chains [4, 5] and leads to
the result

1 h 27m F(N+D) ma? &
()
Oy U) = C'“dh<zv+1>d (271) ( ) Nd/l_[ ds2, exp(— T;Q )
N
x/ drol_[ dii, §(42 — 1)

2 N-1
X eXp( Z Q un * n+l'a'n+1 - ﬁU({Zn}OgngN)) . (l)

Because of the axial symmetry of the potential energy, itis advantageous to separate the unitary
bond vectordi; in axial and radial part. We set

o = 1oL + Zo€; o
Uy = 1, Wy +2,€; for 1<n<N

which inverts as
roL =70 — (10 €;)€;
Zo =T7T0" éz (3)
nnﬁ’n = '&n — ('&y, . éz)éz for 1 <n< N
n = U - € for 1<n<N.

By expressing the integral over the spatial part of the phase space with the new variables
(nn’ 1-2)'17 Zn) one getS

N N 1 1
/droﬂdana(a§—1>---=/ dro. dZo ]_[/ dzn/ dn, 1y~
n=1 n=1v-1 0

x/ dad, 8(n2b2 +22 —1) - -- (4)
and with the relations
S22 + 22 — 1) = §(udy 1)6<n3+z5—1>

52 — 1S (py — (L= 2D 2) +8(n, + (1 — 29)?))

2(1 — 72 2)2
we find that
N
fdro ]—[ dd, 5(42 —1)...
n=1
N 1 (d=3)
=/dmdzol"[/ 1-2z% 2 dzn/dwna(ﬁ;jf—l).... (5)
n=1v-1

The unitary vectorgw, }1<,<n are in the hyperplan a — 1)-dimensions perpendicular to
the axis of the field, while the vectofs, }1<.<~ are the unitary vectors parallel to the bond
vectors of the chain.
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The contribution of the spatial part of the phase space to the canonical partition function
is now given by

1 N
/ droy dZo / l_[(l — <) dzy eXPp—BU (1Z)ocu<n)
—1,=1
maz N-1
X eXp(T Z Qn Qn+lznzn+1) / d’l‘i]n 8(,&’5 o 1)
n=1

2 N-1
x exp(% 3 Q- DiA - z,%ﬂ)%mn.mm). 6)
n=1

As for the general freely jointed chain (heteropolymer) [5], we can compute the integral over
thew vectors by using a result due to Stanley [14]. With

2
ma L 1
= T = A - )

integrations over th& vectors give

_ N s
S @D @0) FE D Lz () Y
n=2
wherel, (x) are modified Bessel functions.
In the following we set
by = (1— 22
Yn = (m_az> Qn~ (8)
p
The partition function is now written as
d 2 -1 (-1
) ka)2 (1)‘11 masz (1) 2 1 (d)
U)=2Cing| —= = —_— = Jy' (U 9

where the non-integrated part, depending on the external potential, is given by

S Sy 1(1) (1)\2V Y 1N

xS (za)1<nen) (10)

andJ® ({z,}1<n<n) is defined by

N N N

~ 3—d

J[i/d)({zn}lgnSN) = /1_[ an 1_[(bnflbnynfl)/n)T 1_[ I% (bnflbn)/nfl)/n)
n=1 n=2 n=2

N N
X eXp( - Z ynz + Z Zn—1Zn ynlyn> . (11)
n=1 n=2

The main difficulty in computing the latter integral comes from the coupling betwgand
Ya+1. Setting

12)

wp = by_1byyn_1vn for 2<n <N
w1=N1
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and inverted as
Vo = Ay, for 2<n<N
Y1 = w1.

where

1 e 7 "y
Ay = - (by) U (@n—p)
p=1
we cancel this complicated coupling.
The recurrence relation betwedn andA,,_1:
1
A_ =b,_1b, A, _10,_1 for 3<n<N (13)
holds all information about the linear connection of monomers. Making the transformation
(12) in equation (11) we find

N
T (eahenen) = [ doy exp-od) / [] o

Zn—1%n

X exp(-Aﬁw,f + ) A w,, I 23 (). (14)

bn—lbn

.ili,d)({zn}lgngjv) is similar to the constanllﬁ,d) appearing in the computation of the free freely

jointed chain canonical partition function [4], but computed f@r— 1) instead ofd. This

is not very surprising because integration over dheectors, and the axial and radial parts

decomposition are equivalent to considering that the chain is a heteropolymer in a space of

dimensiond—1) coupled, via some holonomic constraints, to arandom walk in one dimension.
Following the method used for free freely jointed chains [5] we set

~ IN-12 3—d
[f,d) = AN/ dwy exp(—Ai,a)lz\, + Nt Na)N) wy Tis(wy)
by_1by 2

_ }%3— 2442
_<2) rd —1)1“()/ diy (1~ 1)*

oo IN-1ZN
X / doy exp(—A]vajzv + (tN
oo by_1by

The computation of the Gaussian integral gives

~ 1 (1;3 1 1 d 1 Z Z
(d) 2,42 N—-1ZN
_ [ d 1— 2 v+ 16
fN (2) | (% — 1) ,/_1 tN( tN) exp( A (t bN le> > ( )

and with the relation

1 AP SE 1y’
exp _m(tN+BN) = —

n' 4
1 1\"
— n' 4
we compute the integral ovey:

- m 2(ny1—k1) 211
Fd) _ 1 Z 11 Z 2n1\ [ zn-12N 1 18)
N 2 =0 ni! \ 4 pawar 2k1 by_1bn Ay .

wN) (15)

1
—> (ty + By)™

3
(

2

N

1 n 2n

—2> ( )"32" P17)
AN =0

p=
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We use the recurrence relation (13) betwdgnand Ay _; to obtain

d-3
~ 1IN &K 1 /1IN & (2
7=(3) (e 26
.
1*(/’<1+2)

Tl + 455
vl Fl) , is defined inductively fromy Fid) b

(zn—128) 2" (by b)) P AT 2 (19)

d 2 IN-2ZN-1 3d d
iy = An- 1/ doy -1 eXP( a0k gt Wawl) wNz—lld—;s(wal)f( )

_(1)“23i 1 (1)"1"Zl<2n1> Flky+ )
2) nt\a) Z\2k) T+ 55

X (zy-128) 2" (by 1y )P

1\'7 Ay 1A d_p
X<5) rd —pr( >/ div-1 (= 1)

+o0
x / doy_1 wifilexp<_A,2V_lw§_l+ Mw_l). (20)
—00 beszfl

The computation of the integral ovel _; is straightforward. We have

d-3
. 1\7 & 1 (1\"* & (207 Tka+3d) .
yl:(i) ZnTl() Z( 1)—2(zN_1zN>2<"1 9 (by_1by) %

n1=0 4 k1=0 2k1 ) T (ky + d_zl)
(1) 1 i 1 (1) T(ny+ny+ 1) < 1 )2"
X — — — —
2) T(§-1nt \4 Tna+3) \An-1
! 2 4o av—2zn-1 )"
X diy_1 (1—15_9)? tyoq + ——2 = . (21)
-1 bN ZbN 1
With the binomial formula for(zy_1 + %)2"2 we can compute the latter integral, and

another use of the recurrence relation (13) gives the result

d—3
. 1\7 & 1 /1Vr & /2ng\ Tk + 1)
@ _ (= — (= 1 2 2m—k) (p by
N-1 (2> ;112:30”1! <4> ,(12_‘;(2'%1) Tk + %)(ZNleN) (bn-1bN)
43 50 ny 1 n
(1) 2 Z 1 <1> [(n1tnz+3) 22: <2n2)
X — — — —
2 n=0 nZ! 4 F(I’lz + %) ko=0 2k2
F(kZ + 2) 2(na—ky) ko 4 2n 2n
W(ZN 2Zn-1) 7" (by—2bn 1) TP AN 0 2. (22)
The latter relation shows that the dependencé,ﬁ(ﬂ_)fl onwy_» has the same structure as the

dependence ofN onwy_1; thus we can compute indUCtiVQ&d)({Zn}lgngN) as a multiple
power series expansion. Finally we find

(N-1) @-3

. 1\ ( I 1y v
J(d)({zn}lgngN) =r (‘) (—E ) <‘>

N 2 r(d_zl) 2

<1 (n1,3) [1\"
n_l'(n dil) <Z> S'("i)(ZN—lZN,bN—le)
n1=0 ) 1, 2
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oo 1 n
1 (nl + na, _) 1 2 ~
] d—12 1 ‘\‘fi) (zv—22n-1, bn—2bN-1)
np,=0 na: (n23 2 ) 4

o0

1 (np_1+n,, %) (1)"”
X Z — = P22 (2 ) 3D (an_pzv prt, by by pe1)

1 ny piN—p+l; pON—p
np=0 np! (I’l[,, T) 4 !

X (ny-1.3) (my_2+ny-1,3) e 5@
bob 23
x ZO . vz, ) <4> Sy, (2221, bob1) (23)
ny-1
where
3—d 1 a®
3D(a, b) = b*" 2 F; (—n, 5 D5 b2> (24)

In equation (23) one can observe that the analytical structure of the expansion is similar to the
structure of the expansion corresponding to a free freely jointed chain in a space of dimension
(d — 1). The coupling between the chain(# — 1) dimensions and the random walk in one
dimensions is expressed with the set of variadesh < < -

One should remember that in the computation leading to equation (23) from equation
(1) no approximation was made, and thus the resulrffffr({zn}lgngw) is analytical. At this
stage of the computation, because the coupling between the random walk and the chain appears
explicitly, we need an analytical expression for the potential energy. Of course, in most cases,
the analytical form of the potential energy would lead to a complicated integral that we cannot
compute analytically. This new analytical result allows us to define new approximations for
related problems.

Before illustrating these results on the problem of the freely jointed chain stretched at
both ends, we show that equation (23) with equations (10) and (9) are in agreement with the
analytical results obtained for the free freely jointed chaingin 1) andd dimensions [4, 5].

For the free freely jointed chain irdimensions, the external potential should be chosen
such that

exq_ﬂU({Zn}0§11<N)) =1 (25)
with the result that

1
/ 11—z dz 39 (xz, A= x2)2(1 = 7)?)
-1

_ 1 F(”"'d_gl) —~ (1 2-b) 24k
=1 (2) Torp g (o) e

k=0

N\Tm+45hH ) ()F(n+d1)
-y 27 1— — - 27
F(Z) rard) & T =) ey

Wefindthat
f H(l—zﬁ) ' d, T (znhcnen) = ()30 1>( / Q-2 & )m (26)

Slnce
1 réreh)
25 — 2 r2 7
/_1(1 %) 7 dgg N
2r @)y

Sa—1(1) = -
I
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and
1
d-1 d 1 2(N-D

27 EN-D _ o sN-D [ T

(2m) 2 (27)2 o
we have

3(N-1) .1 N ws » .,
Sa-1(1) <Z> / l—[(l — 277 dz, J,if '{zn)1<nen) = Sd(l)-]1§/ ). (27)

—1,=1

Therefore we recover the results of [4, 5] and have established that
V=0VwWw=0.

To obtain a free freely jointed chain @ — 1) dimensions, let

N
exp(—BU ({Zu}o<nen)) = 8(Zo) [ [8(z). (28)
n=1
Thus we find
1 N @3 N 5
[ TTa-2"" da T]oe0i Geenen) = 247 (29)
—1p=1 n=1

and
/ dZoé(Zo) = 1.

To recover the patrtition function of a free freely jointed chairidn— 1) dimensions one has
also to impose that the monomer momentum be perpendicular to a fixed diréctiam, one
has to include a term as

N
[T8@n - aéo).
n=0

in the computation. These constraints freeze the degrees of freedom of the system along the
e.-direction and withCing = 1/2! we have

N N
01 = 0620 [ ] 6 [[8®n - aéo)).
n= n=0

1 =

2.2. IMA

Following the study performed for free freely jointed chains (homopolymer [4] and
heteropolymers [5]), it is convenient to define some diagrammatic rules to simplify analytical
expressions such as equation (23). These diagammatic rules also show explicitly the technical
difficulties encountered in the computation@f (U).

Following our previous papers, we define diagrammatic rules involving sites and lines:

(a) Asin the case of free freely jointed chains, the ‘propagators’ between two neighbouring
sites are defined by:

1
+ — = - - .
(n p. 2) ) .= ) (30)
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7 29 Z3 24 ZN-2 ZN-1 N
(a) W m
O O . O
L1 g ns g nN-3 NN -2 nN-1
(b)
Xo X X2 X3 Xam~ XN XNz XN Xn

Figure 1. (a) Diagram fOrj](Vd)({Zn}lg,,gN ). (b) Primary structure of the freely jointed chain; the
ith site of @) corresponds to the trimef;_1 — X; — X;+1.

(b) Since variables, andz,+1 are non-trivially coupled together via the multiplicity,
of a site, one must define the diagrammatic rule for sites with the variaplesdz .1
appearing in the diagram. The diagram for a site with a multiplicjtis therefore defined
by:

Zp Zp+l

1 1 1\" 1 1
— ~(d) 2\ 5 2 E
T B n_p! (n,p, %l) (Z) ~a, (zpzp + 11— Zp)z(l — Zps1)?)-
np
(31)
(c) Forthe ending sites, the diagram is directly given by the definition of propagator and site:
Zp — Zp+l Zp —Zp+1 Zp — Zp+1
Y = (npv %) Y = Y
0
np np np

(32)

With these rules, equation (23) can be rewritten as a single diagram (see figure 1).

In equation (31), the circle defining the site has exactly the same meaning as the site
defined for a homopolymer [4] since we recover at the beginning of the right-hand side of
equation (31) the definition of a site for a free freely jointed chailir- 1) dimensions.

The coupling between neigboring sites and between the varilgs <, as is shown
in figure 1@), is a consequence of the linear connection of the monomer (cf figbje 1(

A natural way to obtain a first approximation of this function is to cancel the coupling by
disconnecting the sites. In doing this, the complicated diagram of figajasl{educed to a
product of simple diagrams each involving only one site.

Because a site is associated to a trimer, for exampléhhste is associated to the trimer
X;_1 — X; — X;+1, the disconnecting of sites is physically equivalent to considering that the
movement of the monomeé¥; is influenced only by the movement of its nearest neighbours:
the monomer«;_; andX;.;. This is why we call this approximation the independent motion
approximation. The IMA isimproved by considering tetramers, pentamers and more generally
n-mers, instead of trimers [5]. This scheme of approximation has been shown to be very
accurate for the computation of canonical partition function of free freely jointed chains [4, 5].
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When the chain interacts with an external field, this approximation should be quite a good
approximation if the potential energy of each monomer is small compared with its kinetic
energy. Thus IMA should be valid for weak interactions and at high temperature. On the
other hand, if the interaction of a monomer with the external field is strong enough, then the
movement of this monomer will strongly perturb the movement of monomers other than its
closest neighbours; thus, if at least one monomer in the chain has a strong interaction with the
external field, the IMA is not accurate.

The diagrammatic rule (32) shows how we can disconnect two neighbouring sites. First,
we cut the propagator of equation (30) and take the value 0 for the multiplicity on the left of
the propagator and keep the true value: dbr the site on the left of the propagator; for the
value p on the right of the propagator, we keep the true valup &r both the site and the
right-hand side of the propagator. Second, one must disconnect the coupling induged by
This is done by considering thag.; stay connected to the sitg., and for the site:,,, z,+1
be changed into a constaynot equal to O or to 1.

By using this procedure and according to equation (j,gj,({zn}lgn@) is approximated
by

IN-1 N Zp Yo

00 N-2 00
Izl vyl = Jo | Y j I3 Y

ny-1=0 0 p=1|n,=0
ny—1 np

(33)
with

rer (Y (@ AN
0 (5) ) (5) '

In equation (33) one can note thatthe role played by the ending trimers of theighaixy, — X»
andXy_»— Xy_1— Xy are notequivalent. Thisis, of course, an artefact of the approximation.
To correct this misleading behaviour one has to again make the same approximation, but now
by disconnecting the neighbouring sites to the right. Thus one obf#ﬂ(sf,zn}; Yol which

has an analytical expression similar to equation (33). Tfj@({zn}; yo)|1 is given by the
geometrical average of\"” ({z,}: o)1y and /" ({z,}: yo) 1. It is worthwhile to mention

that if all monomers have the same mass tli}adﬁ({zn}; yo)l1¢ is equal tofjf,d)({zn}; Yo) 1)

thus toflﬂ,‘”({zn}; yo)|1 [5]. As is shown in equation (33), the last site (or the first) is connected
tozy_1 andzy (resp.zy andzy). A final approximation is needed to evaluate with the same
precision the contribution of all sites: thus, we make

IN-1 Y IN IN—-1 Yo
nN,Zl:O o/ N n,VZFO T
0 ny—1 0 ny—1
Yo _ 2N
X A\XK (34)
0 0

and the same approximation for the first site when we disconnect to the right.
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Finally an approximation of the spatial contribution to the canonical partition function
is given by integration Oflli,d)({zn}lgngN; yo)|1 over the variable$z, }1<,<n and by taking
Yo e d 0

1 N
I @ = lim, ( / JT@=2D"" da exp=p) 7" e y0)|1)~ (35)
o~ “tn=1

3. The freely jointed chain stretched at both ends

The freely jointed chain stretched at both ends is an ideal chain on which afgriseapplied

on the ‘first’ monomer and a forcg on the ‘last’ monomer. An example of this kind of

system is given by a chain with the first monomer carrying an electric chaggand the last

monomer carrying a charge+n a constant and uniform electric fieldl = Ez(E > 0), where

we neglect the interaction between charges carried by the first and the last monomers [15].
Another example of such systems is given in micromanipulation of DNA molecules. In

these experiments one end of a DNA molecule is attached to a surface, while the other end is

attached to a small magnetic bead used to put the polymer under uniform tension [16, 17].
The forces acting on the freely jointed chain are given by

fn=qEz=fz and fo=—fvn=—qEz=—fz2 (36)

and a straightforward computation gives the potential energy of the chain as

N
Usyst=Uo+ Uy = f(Zo— Zy) = —fa y _ za. 37)
n=1
In the following we set
_
o = kT

Because one needs to define arbitrarily the first monomer as the monomer carrying the charge
—g, we lose the indistinguishability of direction of the monomer labelling. On the other
hand, since we neglect the charge interaction between the first and the last monomers, the
indistinguishability of both directions of labelling must be recovered when0. Thus, when
expanding the canonical partition function as a power series ane should divide the first

term of the series by the indistinguishability factor to obtain the lumit>- 0 correctly from

the series expansion.

3.1. The ILA

The standard method of approximation to compute the canonical partition function of the chain
stretched at both ends is to consider that the stretching potential of equation (37) tends to orient
each bond along the force. In this approximation each bond is considered independently of
the other bonds, and in particular one loses the coupling between neighbouring bonds induced
by the kinematic part of the holonomic constraints (cf equation (1)).

In this section we give the principal results obtained with this approximation for the chain
stretched at both ends (see [18], ch X, appendix B or [3] ch I, section 8). A straightforward
computation gives the canonical partition function as

sinha )N

(38)

Z||_A = (47'[
o
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The free energy is given by

sinh
Fua = —kTInZya = cte — NkT In INh (39)
the force/extension relation is defined by
dF 1
(X)ia = — <i> — Na <cotha - —> = NaL(a), (40)
of Jnvr o

whereL(x) is the Langevin function, and the susceptibility by

[ 9(X)ia _ N_az 1 1
AlLA _< of )Nm_ kT <a2 sinr?a)' “1)

In d-dimensions, the same approximation gives for the canonical partition function

T N
Zh = (Sd(l) / do sin<“)9e“°039>
0

rdTeEH\" (2)¢?
= (2—2”%) 2 <&) Is_y(a)

The free energy, the force/extension relation and the susceptibility are computed as 8r

The ILA is frequently used for crude description of the elasticity of macromolecular
systems. In some systems, like a network of long polymer chains [19] or DNA molecules
[16], the entropic contribution to the free energy is partially taken into account with the ILA.
In particular, the force/extension relations in the entropic regime computed by Monte Carlo
algorithms are well fitted with ILA [20]. This is not in disagreement with the computations
performed in section 2, because in Monte Carlo simulation most algorithms sample only
the spatial part of the phase space, and thus corrections induced by the dynamical part of the
holonomic constraints are forgotten. Onthe other hand, molecular dynamics algorithms sample
the whole phase space: then the corrections to ILA predicted by the analytical computation of
the previous section are relevant in these numerical computations. In a paper in preparation
we shall present molecular dynamics computations of freely jointed chains stretched at both
ends coupled to a NésHoover thermostat [21] and compare the numerical results with IMA
presented in the next section.

N

3.2. Corrections predicted by IMA

Whena is small we may use IMA to evaluate the spatial contribution to the canonical partition
function. Thus by disconnecting the sites of th@({zn}lgngv) diagram (cf figure 1)),
following the rules described in section 2.2, and using equations (33) and (34) we find that

Zp yO Zp yO

N-1 o0
flgld>({zn}1<n<N) diagram:l_[ Z \Yf X Y

p=1 1| n,=0
np np

This equation is obtained by disconnecting the sites to the left. We consider that all monomers
have the same mass: thus IMA to the left gives the same result as IMA to the right. This
would not hold if the chain had a heterogeneous mass sequence [5]. For such a model of
heteropolymer one must take the geometrical average of both approximations to cancel some
unphysical artefacts. Nevertheless, the study of this general case is straightforward with the
formalism built in [5].
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To obtainjji,d) (o) from equation (41) we have to compute two integrals:
Z Yo

1
Jo(at; yo) = / (1— 2323 explaz) Y dz (42)
—1
0
and
Z ~ Yo
1 o)
Ji(e; yo) = / 1-— ZZ)%(de) explaz) Z A\Y/ dz. (43)
-1 n=0
n

With these integrald*’ ()| is given by

(%_1} r 1 (N-1)
= (5) &““”( Q)> (lim, Jates o)™ lim, Jo(e o). (44)

2 Sa(M \T(4h
For Jo(a; yo) we find easily that
1\ _(d—1\ 2\
Jo(a; yo) = Jo(@) =T <§> r (T) <—> Ig_y() (45)
o

and for J1(«; yo) we expand & as a power series iz and compute the integral. With the
result

1 d—1
/1 dz (1 — ZZ)%(d—3)+kZ2(n—k)eaz — i 1 2p Fn—k+p+ E)F(k + T)
-1

o
p=0 2p)! F'n+p+ %)
we find that
“ 2 2\P 1 n
1 2 1 1 1 o 1 F(I’l + _) 1
Ji(a; yo) = (§> (r (5)) T <7> R (Z)
pmo PP TP *3) o Tin+tp+3)
~ (M\T—k+p+3) 2(n—k) 20k
Tm—k+d) 1= 46
sz_;<k> F(n—k+%) Yo (1) (46)

With the relation
" m\T(—k+p+3) 5,
> (k)—lzyé( MEERHN
= 'n—k+ 5)
L(p+3)

1
——— A=y (—n, Ptz
re) 2 2

T(p+3) ( 1 2)
=——= F|—-n,—p;=:y
ré , 270

0 >
T1-y)

NI =

we have

(d-=3)
1\ =z 1N\ 1 /a2
o = (3) F(z)?@(z)

> 1 Tm+3 /1) 1,
—_—— 2 (Z) B =n —=p = A7
x§:n!rm+p+%)(4) 1 (-n-pi 508) @7)

n=0 2
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and

@d=3)
. 1Nz I'D &1 d) d o?
lim . Y 2 el 2 F nt—; —
y(!ﬁOJl(a,yo) <2> Zn! (n,%)o 1(,n > 4)

=(z o
2) r'$)
where®3(q; c; x, y) is a Humbert function (cf [22], p 28) defined by an Appell function as

(48)

. 1 1 )
Oa(a;c;x,y) =1lim Fi | —,a, —;c;ex, €y
e—0 € €

2.1 (n,a)

[e ]

= pt(po)

yP1Fi(a; p +c; x). (49)

An approximation of the spatial contribution to the canonical partition function is given by

v oy (%71)(1\/71)% TG (N—1)< (f))w_l) <E)<Zl>
Iy (@)1= (2) =) (F(%)) 3 - Iy y(@)

(50)

where we have simplified the notations for the hypergeometric functions. With equation (9)
the canonical partition function is approximated by

T\2@D 2\\V-D [/ o\ (5D
Q(Kf)(a)zQi‘“(V,T)<Fo> (q)s(%)) (;) Iy_1(a) (51)

where

0DV, T) = (ka )z v
o 2 h?

T0=2<ir(%)>d21 72 | (52)
V2T(3))  kma?
The free energy is given by

F%(a) = —kTIn 0¥ (a) (53)

and the force/extension relation by

(d) (d)
(RN.éZ)=<Z)=_(M> za(aln oy (@)
N,V.T

. 54
of of )N,V,T .

For a large degree of polymerizatioN (> 1), we may approximate the free energy as
2
Fy = Fq(N, V,T) — NKT In &3 (“Z) (55)

and with the relation

9P r
—d3(a;c;x,y) = ©

$a(a; c+ p; x, 56
37 Flo+ p) B etpixy) (56)
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we compute the force/extension relation as

1. .1 a?

Na d° y1;4;1 2

(87)

The susceptibility is given by

KT _ 1 @340 (1, o @5(5+2 a®s(+D) 0
Na? —d~ o34) \a @+2 035+ d d3()

X

In figure 2@) we show the force/extension relations given by the ILA (equation (40)) and the
IMA (equation (57)), while in figure i) the susceptibilities are represented. It appears that
both approximations are in very good agreement, the precision of ILA for the force/extension
relation compared with IMA is better than 1% and between 2-5% for susceptibilities. IMA
is interesting for two reasons. First, by using IMA we can predict the behaviour with the
polymerization degree induced by the linear connection of monomer, while ILA cannot give
such results. Second, one can build an iterative scheme of approximation with IMA that
converges to the analytical result of equation (23) by grouping neighbouring sites in blocks;
this scheme is described in [5]. IMA can be considered as a generalization of ILA.
By using ILA for very smallx (o « 1) we find that

(X)a (}a_ d—-2 a3>
Na d“ " W+2a2

The Hooke elastic constaity and the nonlinear elastic constaty are defined by
[~ Kn(X) + Kn(X)°. (60)
Thus, with ILA we find that

for o<1 (59)

N Na?
Kiliea =KH|ILAW =d
3 4 2 (61)
K*lia = Kn N2a"  d
niliea = Knla =7 = 755

Ford = 3 equation (61) give& [ .a = 3 andK}lia = g_
On the other hand, by using IMA with very smalland according to

1 1 o? 1 1 1 1 1\ o?
Q3| i, )= i o |t | 5ietl ) — 62
3(2644>“<264> c“(zc 4)4 (62)
we find that
(Z) a (11F(5+D
Na kT \d (Fi(%)
2
1 Na* [11Fi(4+1 d 1Fi(4+2)1F1 (&
o a _1 1(2d ) 1 1(2 _ )l 1(2) ~1 f3_ (63)
2(kT)* \d 1F1()) d+2 (1Fi(5+1)?
Thus, with IMA we find for the elastic constants:
1F1(%)
Kijlma =d——F2—
4 1Fi(§+1)

(64)

2 d 2 d J
Kilnn = © (22@) ) ) 4 1R +21F1(5)
AT 2 iR+ d+2 FE+1)? )
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Figure 2. (a) Force/extension relations for the freely jointed chain stretched at both ends obtained
by using the ILA and IMA ford = 3 andN > 1. (b) Susceptibilities obtained by using ILA and
IMA. The reduced susceptibility is defined y = (kT/Na?)x.

Ford = 3 these elastic constants & |ima ~ 3.106 andK}|ima =~ 1.871. The difference
betweenk;|ima andK}i|iLa can be seen in figure @(wheno — 0.
For smallx (i.e. « < 1) we may approximate by using Taylor expansion:

2 4-1
<5> ]%71(0[) ~

r'4%)
1

® o? ~ 1.d'
s\ 7 )=thil3 5,

1+ azOlZ + a4a4 + a6a6 + agag) + 0(a

10)

) (1 +@10? + oo’ + @3a° + pga®) + 0(a™)

(65a)

(6%0)
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with
1

2= 5
1 1

as = —

YT 8 +2d
1 1

apg = ——"—""7—
48(d +4)(d +2d
1 1

ag = —

87 384(d+6)(d +4)(d+2d

and where the coefficienis, are given by equation (49), for instance:

1RG5+ L D
2d 1Fi(3: %9
With these approximations we do not recover in the limit> 0" the indistinguishability
of both directions of the monomer labelling, because of the reminescent discernability when
a # 0. Therefore, we have to modify equation (§%s

?1

(1+P(? +0oa'®) — (% + P(@®) + o(a10)> )

With Taylor expansions we found the free energy as
Fy(a) = Fq(N, V,T) — kT (Foa? + Faa® + Fga® + Fga® + 0(a*?)) (66)

where
Fo=A+(N -1
Fy= A4+ (N — D)(p2 — 302
Fs = Ag+ (N — 1)(p3 — 02902 + 37)
Fg = Ag+ (N — 1)(p4 — 9103 — 305 + 9202 — 307)
and with
Ap= 2
d
g L@y
442(d +2)
Ag = 1 (542 +48d +128
48 (d +4)(d + 2d3
e - 1 (37a*+4104° + 17121 + 42241 + 4608
192 (d +6)(d +4)(d +2)2d4
Force/extension relations for smalland forN > 3 are now given by
D)L Lz (Nya + Za(N)a® + Zs(N)a® + Zo(N)a” +0(a) (67)
Na Nd

where theZ; (N) are easily computed from the.

Equation (67) is not valid foiv = 2, because it has been obtained by using IMA and
whenN = 2 there is no propagator to cut (cf section 2.2). Noe= 2 andd = 3 we found by
computing the integral; («; y,) given by equation (43):

Z 2
<2—> =30- 0.33164° +0.21261° — 0.128 92" + o(«%). (68)
a
In a molecular dynamics [13] using the RATTLE algorithm [23] to take the holonomic
constraints into account and the Ne#loover thermostat [21] to perform a sampling in the
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canonical ensemble, we have found tbr= 3 and N = 20, Z;(20)|wp = 204 + 0.1

and Z3(20)jup = —1.654 0.25, and forN = 30, Z:(30)|wvp = 30.0 £+ 0.1 and
Z3(30)|up = —1.5+ 0.6. According to equation (67) we compu#g (20)|ma =~ 20.352
andZs(20)||MA ~ —1.613, anle(30)||MA ~ 30011 and23(30)||MA ~ —2.216. Thus IMA

and MD simulations are in good agreement, while ILA fails to predict any dependence on the
degree of polymerization.

In the literature, force/extension relations are frequently defined from susceptibility. That
definition allows one to include fluctuations in variations of the extensive varidplghile
equation (57) furnishes only the averagesin the canonical ensemble. By definition of
susceptibility we have

xkT = (AZ?) = (Z%) —(Z)? (69)

and with equations (57) and (58) an analytical expressigZ 8f can be extracted. Fronz?)
we define a force/extension relation including fluctuationg afs

(2) = v(Z?) = g(a). (70)

With the Taylor expansion one may also obtain expressiongfax) where the dependance
on the degree of polymerization is explicitly included to the accuracy of IMA at first order (i.e.
in 1/N).

Comparison of experimental data, as for instance micromanipulations of DNA molecules,
or numerical results obtained by molecular dynamics simulations, with computations
performed with IMA must be made withy («) rather than with the force/extension relations
given by equations (67) and (57). Infigure 3, we have plotted the force/extension relations given
by the functionsgy (@) for N = 12, 20, 50, 100 and 10000, fo## = 3. The force/extension
relation obtained by using ILA, the MD results fof = 20 andd = 3 [13], and some
experimental points of micromanipulations of DNA molecules extracted from [16] are also
represented on this figure.

The functiongoo(@) is in very good agreement with MD simulation. Experimental points
for DNA molecules could be interpretated as though the numbers of ‘effective monomers’
in molecules varied with the amplitude of the force applied to both ends. Since in the
experiments of [16] there is no histone octamer left in the molecules after preparation of
the sample, the hypothetical ‘effective monomers’ cannot be histones. Nevertheless, when
histones are removed from DNA molecules some local structures or secondary strutures, such
as plectonemic or double helix, are induced to minimize the bending and torsional energies of
the molecules. These local structures might perhaps be identified with effective monomers.
Thuswhenthe stretching force is increased these local structures would be undone and therefore
the numbers of effective monomers is reduced. If a stretching force is strong enough to remove
all effective monomers then the true elasticity of the double helix of the DNA molecule would
be measured, and as has been shown, this elasticity is quite well described by the worm-like
chain (WLC) [24, 25] or the continuous model of Krathy—Porod chains [26].

The mechanism described in the last paragraph is hypothetical because, even with the
great experimental skill of the authors of [16, 27], a measurement of the stretching force as
small as a few femtonewtons needs more than two hours with the experimental set-up described
in [16]: explicitly experimental errors are as large as 5-10% in this regime. In figure 3 the
error bars on the experimental points are set to 8% for the force, and to 5% for the extension.
The experimental points are not much more than one or two standard deviations of the WLC
or ILA force/extension relations; thus, to test the validity of the hypothetical mechanism
proposed in the previous paragraph, a higher accuracy and more data in the weak force regime
are needed [27].
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Figure 3. Force/extension relations including fluctuations of the end-to-end distance. The relations
obtained with ILA and with IMA forN =12, 20, 50, 100, and 10 000 are represented/fer 3.

Open circles are MD results fa¥ = 20. Filled diamonds are experimental results for a single
DNA molecule extracted from [16]. The experimental errors are estimated as 8% for the amplitude
of the force and 5% for the extensid¥’/a >~ 0.038pN.

4. General discussion

In this work we have presented analytical computations of freely jointed chains in a one-
dimensional external field. As was shown recently [4, 5], interactions between the monomers
via holonomic constraints induced a coupling between nearest-neighbours; nevertheless, this
coupling is simple enough such that the analytical computation of the canonical partition
function can still be performed. All computations done in section 2.1 of this paper are
analytical and can be applied to any one-dimensional potential. In particular, we have obtained
equation (23) from equation (1) in an analytical way: therefore equation (23) holds all
information about the linear connectivity of the chain. This result can be useful to define
rigorously new approximations for chains in a one-dimensional field. For instance, this result
can help to define approximations for the chain stretched at both ends in the strong regime or
for polymers stretched under a flow where the ILA fails.

Another interesting result of this paper is to show how one can extend the ILA rigorously
to take into account more precisely the linear connection of the chain. This extension is called
IMA and by construction, when this approximation is improved by grouping monomers, it
convergestothe analytical result given by equation (23) [5]. This new scheme of approximation
can also be extended very easily to chains with heterogeneous mass sequence. As in ILA, in
IMA we consider that the movement of monomers are only slightly influenced by the movement
of its neighbours; thus, this kind of approximation is valid only for weak interactions between
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the field and monomers or at high temperature.

When applied to the chain stretched at both ends these computations give several new
results. The entropic elastic constants of the chain are shown to be 3% higher than those
predicted by ILA. These computations allow us to extract the dependence of the properties
of the chain on the degree of polymerizatioh while ILA cannot predict any dependence
on N because each bond is treated on the same footing. In conclusion, since the correction
induced by the dynamical part of the holonomic constraints is small, it is recommended for
crude theoretical descriptions of some macromolecular systems, like polymers networks, to
use ILA instead of IMA, whose analytical functions are more complicated. On the other hand,
in MD simulations these corrections are relevant.

As is shown in [4,5] the phase space of freely jointed chains can be considered as a
subset of the phase space of the ideal gas; thus, when we perform MD én-iNasver or
microcanonical ensemble, application of the ergodic hypothesis is not straightforward. As for
the ideal gas, there are in the freely jointed chain some degrees of freedom that are not coupled
to the dynamics, and then the system does not reach thermalization. This problem will be
studied in a forthcoming paper [13].

Finally, the new results, including the dependence on the degree of polymerization, might
also explain some experimental features of a single DNA molecule under uniform tension in the
entropic regime. The mechanism described very briefly at the end of section 3 is hypothetical.
A higher accuracy and more experimental points in the entropic regime would be very useful
to validate or invalidate such a mechanism.
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